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Gilles Thomas 
 
 
Academic titles  
Institution and location   Degree   Year  Field of study  
Ecole Polytechnique, Paris  Engineer  1970  Math. and Physics 
Université Paris VII  Ph.D.   1977  Biochemistry 
Université Paris VI  M.D.   1989  Medicine 
 
Present positions 
Fondation Synergie-Lyon-Cancer 
Professor of Medical Genetics at University LYON 1. 
 
Education 
 - 1967-1970   : Ecole Polytechnique, Paris. 
 - 1970  : Maîtrise de Biochimie. Faculté des Sciences - Université Paris VII. 
 - 1971   : D.E.A. de Biologie Moléculaire et Structurale - Université Paris VII. 
 - 1977   : Doctorat d'Etat ès Sciences (Ph.D.), in basic biochemistry (U. Paris VII). 
 - 1977-1983 : : Medical studies - Faculté de Médecine - Université Paris VI. 
 - 1989   : Doctorat en Médecine (M.D.) - Université Paris VI. 
 
Previous employment 
- 1973-1978 : Attaché de recherche, CNRS. 
- 1979-1990 : Chargé de recherche, CNRS. 
- 1990-1995 : Directeur de recherche (2nd class), CNRS. 
- 1995-1997 : Directeur de recherche (1st class), CNRS. 
- 1996-2005 : Scientific director of Fondation Jean Dausset / C.E.P.H. 
- 1992-2005. : Head of the Laboratory of Tumor Genetics INSERM U434. 
- 1997-2005  : Professor of Medical Genetics, Université PARIS VI. 
- 2005-2008 :  Senior Scientist, National Cancer Institute, National Institute of Health,   
    Bethesda, U.S.A. 
- 2008- ....   :  Fondation Synergie-Lyon-Cancer 
- 2009- ....   : Professor of Medical Genetics, Université LYON I. 
 
Honors 
- Laureate of the French Academy of Science.  
- Laureate of the French Academy of Medicine. 
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Main Scientific Activities  
- 1971-1981  Genetic Expression in E. coli (Université Paris VII) 
   - Studies on the tertiary structure of E. coli tRNA. 
   - Photochemistry and photobiology of E. coli :  
    * Identification of the chromophore responsible of photoprotection and near   
   ultraviolet induced growth delay. 
    * Description of the biochemical pathways involved in these processes. 
 
- 1982-2005   Somatic mutations in human tumors (Institut Curie then Fond. J. Dausset - CEPH) 
   * Chromosome translocations in Ewing’s sarcoma and related tumors. 
    * Somatic mutations in meningiomas and schwannomas. 
   * Somatic mutations in colorectal cancer.  
 
- 1990-2005   Monogenic predisposition to tumor (Institut Curie then Fond. J. Dausset - CEPH) 
   * Neurofibromatosis type 2. 
   * Genetic predisposition to various cancers. 
 
- 1982-2005   Polyfactorial predisposition to inflammation (Inst. Curie , Fond. J. Dausset - CEPH) 
   * Crohn's disease. 
 
- 2005 - .......  Polyfactorial predisposition to cancer : Genome Wide Association Studies 
   (Division of Cancer Epidemiology and Genetics - NCI) 
   * Breast cancer (CGEMS) 
   * Prostate cancer (CGEMS). 
 
- 2009         Germline and somatic genomics of cancer : Genome Wide Sequencing Studies 
   (Institut National du Cancer (INCa), Synergie-Lyon-Cancer, Centre Leon Berard) 
   * Breast cancer  
   * Other tumors (Hepatocellular carcinoma). 
 

____________ 
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